—RBREREERZERFREREFRNE RS54
R, WH , KRE, RfE . ERE¥R O, dazig , BN
J7 ARG A LT TS A ARGy, HRS: 528403

CRZE] B 4 2014 4 4 AT — RS R EE RV R R, AT F R 2 1) %
50FRAESHT, TR TRATRROZ BN R AR R . ke SREET 3 4 A S
WA4F, dsd RT-PCR F1EE BRI Fr 3 AR SRR % 5 1 B TR R i 450 MZHRR B,
BT IR B 1 By FARAE, JF5 WHO B HE K 191 Btk AT tuxt, RA
Neighbor-Joining 77 A RZZE AR TR N RERKEWN. GR: 3 WHRGIFEANIZE
A S P 9 R E IR RV 100%, 35909 HI . REA RS 5IP R Wikk 191 IR E R 7] U5
TN 92%, ZEEBRIFVREME N 88%; 5 WHO 2%tk (Hunan,CH/93/7-AF045212) (AR PE A
97%, AHEEMFEVEIEN 95%, Hi=H 6 MRG0, HAiH 84 MShNamRE R
R, BAFMRMERAESAE . Gk JIRIIIK K EREMER R MMRE R R kE, 5
PV HT B R L T 3 IR B R AT s A8, ik —20 Ml R

Genotype identification and molecular characterization analysis of a family
cluster of measles virus
GAO Shai-zhen, XIE Ying, OU Hui, WU Yanheng, WANG Cuiling, ZHU Yuanfeng, LUO
Xiaoming

(ZhongShan Center for Disease Control and Prevention, ZhongShan, 528400, GuangDong,
China)

[Abstart] Objective: The purpose of this study is to genetically identify and characterize the
wild type measles virus that responsible for the family measles outbreak at Zhongshan city, in
April, 2014. Methods: Pharyngeal swabs from 3 patients of acute phase were collected. The
nucleocapsid (N) gene (450 bp) was measured by RT-PCR and sequenced. The genotype and
molecular characteristics of the nucleocapsid fragment was then analyzed and compared with both
WHO reference strain (Human,CH/93/7-AF045212) and Shanghai 191 strain. Phylogenetic
distance between the measles virus in this study and the reference strains were evaluated by
generating the phylogenetic tree using the neighbor-joining method. Results: Nucleocapsid
sequences of the 3 patients had 100% similarity and phylogenetically associated with H1 type.
When comparing the nucleocapsid virus in this study with the WHO reference strain and Shanghai
191 strain, 97% and 92% nucleotide similarities, and 95% and 88% amino acid similarities were
found, respectively. In addition, 6 amino acids mutation were found including 1 serine substitution
by alanine at the 84th locus, causing protein polarity change. Conclusion: 3 nucleocapsid virus
samples in this study had the same phylogenetic origin and associated with H1 type. Mutations of
amino acid at new sites were identified which highlighted the needs for further attention.
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