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Etiological analysis and genotyping detected in the first outbreak

of GIL.8 norovirus of gastroenteritis in Beijing Fengtai. yu Hong,

QIN Meng, Wei Xiu-xia, LU Yi-yu, YANG Jun-yong, WU Qing-rui, DONG Xiao-gen, LI Jie.
Fengtai District Center for Disease Control and Prevention, Beijing 100071, China .
Corresponding author:LI Jie, Email : lijie7111@sina.com

Abstract: Objectives To identify the first gastroenteritis outbreak of GII.8 norovirus during
May to June in Fengtai of Beijing and further analyze the genotypes of the pathogens. Methods
20 samples were collected to detected NVs by real-time fluorescent quantitative PCR. The
positive samples were amplified by one-step RT-PCR, then the amplification products were
sequenced for nucleotide sequence alignments and phylogenetic analysis with BioEdit and MEGA
5.2.2 software. Results 12 samples were identified GII NVs positive with a 60.00% positive
rate.The alignment and phylogenetic analysis revealed that the outbreak of gastroenteritis were
caused by GII.8 NVs. Conclusions The outbreak of norovirus induced infectious diarrhea was
probably due to the consumption of close contact between students. It is the first time found that
the outbreak of gastroenteritis were caused by GII.8 NVs in Fengtai, and need to strengthen the

monitoring of NVs .
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