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Abstract:  Objective  To analyze the correlation of miR-200, miR-155 and angiogenic factor with unexplained recurrent
spontaneous (URSA). Methods URSA patients were selected from Department of Gynecology and Obstetrics, Qingdao Women
and Children’ s Hospital from March 2015 to January 2018 to serve as the URSA group, and normal early pregnancy patients who
required termination of pregnancy were considered as the control group. The expression of miR —200, miR - 155, vascular
endothelial growth factor (VEGF) and soluble FMS like tyrosine kinase—1 (sFlt—1) in villus tissue and the content of serum
VEGF and sFlt—1 were analyzed. Bioinformatics analysis of miR—200 and miR-155 targeting VEGF and sFlt—1 was carried out.
Results The relative expression of miR—200 (1.78+0.32 vs. 0.91£0.15) and sFli—1 (1.87+0.35 vs. 1.06+0.21) in villus tissue
and the content of serum sFlt—1 ( (12.39+2.31) ng/ml vs. (6.51£0.95) ng/ml) in the URSA group were higher than those of the
control group, with statistically significant differences ( both P<0.05). The relative expression of miR-155 (0.60+0.10 vs. 0.93+
0.16), the relative expression of VEGF mRNA (0.59+0.09 vs. 1.02£0.16) and protein expression (0.62+0.07 vs. 1.04+0.18) in
villus tissue, and the serum content of VEGF ( (601.25+94.39) ng/ml vs. (935.12+132.47) ng/ml) in the URSA group were all

lower than those of the control group, showing statistically significant differences ( all P<0.05). In the URSA group, the expression
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of miR-200 in villus tissue was negatively correlated with serum content of VEGF and expression of VEGF in villus tissue, while

the expression of miR—155 was negatively correlated with serum content of sFlt—1 and sFli—1 expression in villus tissue. miR-200

and miR—-155 targeted the 3’ —untraslated region ( UTR) of VEGF and sFlt—1, respectively.

Conclusions  The increased

expression of miR—200 and the decreased expression of miR—155 are related to the occurrence of URSA, and the targeting of

miR-200 to VEGF and miR—-155 to sFlt—1 is the possible mechanism.
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