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Abstract:  Objective To investigate the etiological features of hand, foot and mouth disease (HFMD) in Jinshan district of
Shanghai from 2011 to 2018, to analyze the genetic characteristics of VP1 gene of coxsackievirus A6 ( CoxA6), and to provide a
theoretical basis for HFMD prevention and control. ~ Methods The pathogenic detection results of specimens of HFMD surveil-
lance in Jinshan district during 2011-2018 were statistically analyzed. CoxA6 virus isolates were sequenced for VP1 nucleotide se-
quence, and homologous diseases were analyzed to construct phylogenetic tree. ~ Results A total of 1,207 specimens of HFMD
were collected in Jinshan district from 2011 to 2018. 703 cases were positive for etiology, with the positive rate of 58.24%
(703/1,207). The main pathogenic viruses were CoxA6 (36.13%, 254/703), CoxA16 (30.87%, 217/703), EV71 (23.04%,
162/703) , CoxA10 (2.56%, 18/703) and other enteroviruses (7.40% , 52/703). EV71, CoxA16 and other enteroviruses were
the dominant pathogens in 2011-2013. CoxA6 gradually became the dominant pathogen from 2014, accounting for 85.43% of the
total pathogenic composition in 2018. The incidence of EV71 showed a single peak distribution, and the peak appeared in May.
CoxA16 showed a double peak distribution, the main peak appeared in June and the second peak in November. CoxA6 showed a
double peak distribution, the main peak appeared in November and the second peak in July. Results from the monitoring point indi-
cated that CoxA6 type appeared in 2013, whereas results from the epidemic monitoring showed that CoxA6 type appeared in 2014.

Results from the monitoring point displayed that the age distribution of EV71, CoxA16 and CoxA6 pathogens was mainly concen—
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trated in 1-5 years old, of which CoxA6 was mainly concentrated in 7—12 years old. Results from the epidemic surveillance dis-

played that the distribution of EV71, CoxA16 and CoxA6 pathogens was mainly concentrated in primary classes and middle clas-

ses, of which CoxA6 was mainly concentrated in primary schools. Genetic analysis indicated that the CoxA6 pathogen gene preva-

lent in Jinshan district in 2017-2018 was characterized by the E2 subtype.

Conclusions  The dominant pathogen of HFMD in

Jinshan district in 2011-2018 had been transferred from EV71 and CoxA16 to CoxA6 E2. Pathogen surveillance should be further

strengthened, especially in the 7-12 year—old group. New pathogens should be found in time so as to provide a basis for implemen-

ting comprehensive prevention and control measures against HFMD.
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