308

ST EE S 2018 4E 3 H 4525 % 45 3] Pract Prev Med, Mar. 2018, Vol. 25, No.3

Rl

AN TR R 57 O 20 22 ) L a8 Al AR 285 1Y 52

AR, SR FEER, REER, &R, ZR, FHE
410005; 2. TRG AWM E 2B

Fat', B, AR, AR,
LI A IR TR P s e KT

WE: Br HPARESFE IS EIUGEMAESNEm, Ak EHREEETSE 200 %4 0~6 A IRE LB

%, MR AR B LEEAGORL SR A M B S AR AR IG5 05k, R AS [ M 5 s 28 ) L 38 A 28 2 B L 43
ZR R EFEA LR P FLERAT A [ (4.906 2+0.689 6) vs. (4.383 4+0.439 2) CFU/g] AU HE [ (7. 644 9=+

0.5353) vs. (7.438 2£0.359 4) CFU/g ] FHLIAT TR [ (7. 820 720. 590 0)ws. (7.607 9+0.379 7) CFU/g] B T A T.HEFE

S IL(P<0.05) s e Ha bR (BRI JAFF I 7 SRR AR LA d e REE AT T AW A

ZRIEFITFEX(P>0.05), it SIMFEIGEMESHE T ATRFEAZIL,

xR R BIL; ERMES

RESES R725.7 XEHARAT.A XE4HS:1006-3110(2018)03-0308-03  DOI: 10. 3969/]. issn. 1006-3110.2018.03.015

Effects of different feeding modes on intestinal microecology of infants
YIN Jin", CHEN Gui—qiu, HU Yu—ming, YIN Xiao—chen, CHEN Wei—lin, YI Chuan—zhu,
LI Zi-min, ZHANG Ying—ying, LIU Zhi-guang, HUANG Huang, LUO Qi-zhi
" Hunan Provincial Center for Disease Control and Prevention, Changsha,Hunan 410005, China
Abstract :
Methods

Objective  To explore the effects of different feeding methods on the intestinal microbial ecology of infants.

We recruited 200 infants aged 0—6 months in a city in Hunan Province to serve as the research subjects. A question-
naire survey was conducted to collect the infants’ general information. The major components of intestinal microbial ecology of in-
fants with different feeding ways were detected by classical microecological culture method.  Results

bacteria (4.9062+0.6896 vs. 4.3834+0.4392 CFU/g) , Bifidobacterium (7.6449+0.5353 vs. 7.4382+0.3594 CFU/g) and Bacte-
roidaceae (7.8207+0.5900 vs. 7.6079+0.3797 CFU/g) was significantly higher in the breast feeding group than in the artificial

The number of lactic acid

feeding group (P<0.05). And no statistically significant differences were observed in other indicators ( including Enterobacter, En-

terococcus , Clostridium perfringens, Staphylococcus aureus, other enterobacteriaceae, other anaerobic bacteria and other bacteria)

between the two groups ( P>0.05). Conclusions

infants with artificial feeding.
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Prediction on the prevalence of HIV/AIDS among drug addicts
in Urumchi City with ARIMA model
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Abstract:  Objective

Methods

references for its prevention and control.

To forecast the infection status of HIV among drug addicts in Urumchi City so as to provide scientific

According to the data about the infection rates of HIV/AIDS among drug

addicts in Urumqi City from 2009 to 2016, the infection rate of HIV among drug addicts in Urumgqi City during 2017-2019 was

predicted by autoregressive integrated moving average ( ARIMA) model.

Results  The established model regarding forecasting

HIV infection rate among drug addicts was ARIMA (2, 1, 0) model and the fitting results showed that the model was excellent.

The predictive results showed that the infection rates of HIV in Urumqi City in 2017-2019 were 7.7% , 6.4% and 5.9% respective-

ly.  Conclusions

ARIMA (2, 1, 0) model is convenient and suitable to predicting the changing tendency of HIV infection rate

in time series. The results reveal that HIV epidemic among drug addicts in Urumqi City shows a downward tendency.
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