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PCR analysis for virulence genes of Listeria monocytogenes in delicatessen in Shunyi District, Beijing,

from 2013 to 2014.
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Abstract:Objective: In this paper, PCR analysis were used to detect the virulence genes of Listeria
monocytogenes in delicatessen in order to provide scientific evidence for risk assessment in Shunyi District
of Beijing from 2013 to 2014. Methods: Delicatessen was collected randomly from markets, the isolation of
Listeria monocytogenes was performed according to the GB/T 4789.30-2010. At the same time, the genes of
16sRNA, hlyA, ipa60, dth-18 were detected in the isolates. Results: A total of 6 Listeria monocytogenes
were isolated from 180 samples. The genes of 16sRNA and dth-18 were found in all the isolates and hlyA
and ipa60 were found in 5 of them. The sensitivity of these primers was different slightly. Conclusions: The
results indicated that the delicatessen in markets of Shunyi District was contaminated by Listeria

monocytogenes to a certain extent. 83.33% (5/6) isolates were hlyA*/ipa60* strains.
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